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Correlation analysis of drug resistance of Acinetobacter baumannii with efflux pump mechanism and Quorum sensingsystem
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[ Abstract] Objective To analyze the distribution of different drug — resistant Acineto — bacter baumannii with efflux pump genes
and Quorum sensing system genes, and explore the characteristics of different drug resistant genotypes of Acinetobacter baumannii and antimi-
crobial resistance. Methods From January 2018 to July 2021, 130 strains of Acinetobacter baumannii from the Second Affiliated Hospital of
Wannan Medical College were collected and divided into multidrug — resistant strains(31 strains) , carbapenem — resistant strains(43 strains)
and nondrug — resistant strains(56 strains) according to their drug resistance. The antibiotic resistance of Acinetobacter baumannii in each
groupwas analysed. The efflux pump genes ade B, ade J, abe S and abe M,and Quorum sensing system genesAba I, Aba Rwere detected by

PCR. Results The resistance rates of multidrug — resistant and carbapenem — resistant strains to ceftazidime, ceftriaxone, ciprofloxacin,
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levofloxacin, co — trimoxazole, piperacillin/tazobactam were all >60% among the 130 strains of Acinetobacter baumannii. The results showed

that the detection rateof ade B, ade J, abe S, abe M, Aba I, and Aba R was 43.85% ,48.46% ,46.15% ,48.46% ,46.15% ,48.46% , re-

spectively. Among them, the efflux pump genes and Quorum sensing system genes in the non multidrug resistant strain group were lower than

the other two groups. The detection rates of Quorum sensing system genes Aba I and Aba R in the carbapenem - resistant group were signifi-

cantly higher than thosein multidrug resistant group (2° =6.049, 6. 188; both P <0.05). Conclusions The clinically isolated Acinetobact-

er baumannii has serious drug resistance,and the carbapenem — resistance is closely related to carrying Quorum sensing system genes.
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ade B F:TTAACGATAGCGTTGTAACC 541
R:TGAGCAGACAATGGAATAGT

ade J F:ATTGCACCACCAACCGTAAC 453
R:TAGCTGGATCAAGCCAGATA

abe S F:TGTGGGTTATGCAGTTGCTTTT 148
R:GGCATAGGCAATCCCGATT

abe M F:TGGGTATGCCCGCTGTAAC 460

R:ATGGCCTAATGCTTCGGAATAG
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R: CACGATGGGCACGAAA
Aba R F: TCCTCGGGTCCCAATA 310

R: TAAATCTACCGCATCAA
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Aba R 63 3(5.36) 21(77.42) 39(83.72)
2.3 WM MBER(E S RGN AB [y M 22 i I (P 34 <0.05) . #5474 Aba I Aba R
bt PCR AN 130 AR 48547 AS [R) A HEZ FE R R FEY AB Xk 15 B I DU 25 0 (W Tt 25 R A A

B S RA SRR K AB W25 PE¥ A 22 5, Hbh & f
HMHEZE B ade B ade J abe M abe S (1% AB Tiif 24 1 H]
B TAE BRI R AB, Horp DSk 7T 2 281 25 ¢

AL AB (T 25 BB &, 25 R HA ST X
(P¥<0.01), WL¥E4,

x4 ETIMIREERBEESZSEERE AB W25 ED
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Sk ff g 70.18%  45.21%  66.15%  46.15%  82.54%  31.34%  85.00%  31.43%  81.67%  34.29%  77.78% 35.82%
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